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University of Illinois, Urbana B.S. 1971 Chemistry 
 

University of Michigan, Ann Arbor, MI Ph.D 1976 Biological Chemistry 
    
    
    

 
Positions and Honors: 
 
1985-1987 Research Specialist, Protein Engineering Consortium, Monsanto Corporation 
1987-1992 Senior Scientist, Agouron Pharmaceuticals 
1992-1994 Principal Scientist, Agouron Pharmaceuticals 
1994-1999 Assistant Director, SmithKline Beecham Pharmaceuticals 
1999-2001 Associate Director, SmithKline Beecham Pharmaceuticals 
2000-2001 Acting Director, Department of Structural Biology, SmithKline Beecham Pharmaceuticals 
2001-2003 Associate Director, GlaxoSmithKline Pharmaceuticals 
2003-present Scientist, Biosciences Division, Argonne National Laboratory 
2003-present Protein Crystallographer, GM/CA CAT, Advanced Photon Source, Argonne National Laboratory 
 
1996-1998 Teasurer, Industrial Macromolecular Crystallography Association 
2004-2007 Member, American Crystallographic Association Standing Committee on Data, Standards & Computing. 
2004-2007 Member, Advanced Photon Source User Organization Steering Committee. 
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Meetings 
 
Co-organizer,  Session entitled "Integration of Structure Solution with Data Collection and Beamline Operation" 2005 
Annual Meeting of the American Crystallographic Association, Orlando, Fl,  May 28 - June 2, 2005. 
 
Co-organizer,  Session entitled "Structure Based Drug Design”, 2002 Annual Meeting of the American Crystallographic 
Association, San Antonio, Texas Louis, Mo.,  May 25 - 30, 2002. 
 
Invited Presentations 
 
"Structure-Based Design of Inhibitors of Human Cathepsin K - The Role of Structural Biology in the Modern 
Pharmaceutical Industry" , Ward W. Smith.  Illinois Institute of Technology Life Sciences Colloquium, Illinois Institute of 
Technology, Chicago, Illinois,  November 29, 2004 
 
“High Throughput Crystallography in the Pharmaceutical Industry”, Ward W. Smith.  Workshop on High-Throughput 
Macromolecular Crystallography, Twelfth Users Meeting for the APS,  Argonne National Laboratory, Argonne, Illinois, 
April 29, 2003 . 
 
“Design of Inhibitors of Human Osteoclast Cathepsin K”, Ward W. Smith.  Biosciences Division Seminar Series, Argonne 
National Laboratory, Argonne, Illinois,May 5, 2003. 
 
Application of Synchrotron Research to Therapeutic Drug Targets in the Pharmaceutical Industry. ACS Meeting, Boston, 
2002. 
 
Structure-Based Design of Novel Inhibitors of Human Osteoclast Cathepsin K. Plexxikon Inc, November, 2001.  
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Drugs or Inhibitors?  Structure-Based Design of Inhibitors Cathepsin K. Abbott Research Labs, June, 2000.  
 
Structure-Based Drug Design of Inhibitors of Thymidylate Synthase. Park-Davis Research Laboratories, November, 1999. 
 
Structure-Based Design of Novel Inhibitors of Human Osteoclast Cathepsin K. Biopharmaceuticals Research Division 
Seminar, Harlow, UK. December 1997.  
 
New Insights into the Design of Inhibitors of Human Osteoclast Cathepsin K based on the Structures of Inhibitor 
Complexes. Symposium on Rational Drug Design - American Crystallographic Assn. Meeting, July, 1997. 
 
The Structures of the Human Herpes Virus Proteases, New Targets for Antiviral Therapy. 6th International 
Cytomegalovirus Workshop, October, 1996. 
 
Rational Approach to Inhibitor Design: Thymidylate Synthase. Wyeth-Ayerst Research Division. July, 1994 
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